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Dear Test User
 
Thank you for choosing our genetic analysis service.
 
We are pleased to provide you with personalized 
information based on your genetic data. This report 
is designed to offer educational insights into selected 
genetic variants and their associations described in 
scientific literature.
 
Our goal is to present your results in a clear and 
informative format to support a better understanding 
of certain genetic characteristics related to general 
wellness. This information is intended for educational 
purposes only and is not intended to diagnose, treat, 
cure, or prevent any disease.
 
We hope your experience with our service has been 
clear, informative, and valuable. If you have any 
questions or need additional assistance, our team is 
available to help.
 
Thank you again for placing your trust in us.
 
Sincerely,
MAGISNAT OMICS LLC Team
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Introduction
GENETIC is important
DNA Wellness Report: Nutrition and Absorption Insights
Nutrition- and absorption- related pathways include biological processes involved in the metabolism, absorption, transport, and use of 
nutrients in the body. This DNA report analyzes 34 selected genetic variants (SNPs)  that have been studied in relation to biological 
pathways associated with the metabolism of vitamins, minerals, carbohydrates, and lipids, as well as certain food preference traits. Scientific 
literature suggests that genetic variation may be associated with differences in certain nutrient- related processes among individuals. The 
information in this report is provided for educational and general wellness purposes and is intended to offer context about genetic variation 
and nutrition-related biological pathways. This report is not intended to diagnose, treat, cure, or prevent any disease.

Traits

Vitamin Metabolism Mineral Metabolism Carbohydrate 
Metabolism

Lipid Metabolism

Food Preferences

Understanding the report
How to read your genetic results
This report presents information about selected genetic variants identified through the analysis of specific genes and their variations, known 
as single nucleotide polymorphisms (SNPs). 
 
Each result is displayed in a dedicated section that includes the gene name, a description of its biological role, the specific SNP analyzed, and 
the genotype identified (alleles).
 
The information provided in this report is based on findings from published scientific research describing associations between certain 
genetic variants and biological processes.
 
For clarity, each genetic variant is presented using a color-coded system that summarizes how the identified genotype relates to scientific 
observations reported in literature. This system is intended to help readers easily interpret the information presented in the report.
 
The content of this report is provided for educational and informational purposes only and is not intended to diagnose, treat, cure, or prevent 
any disease.

Typically reported 
variation

No clear reported 
association

Moderate reported 
variation

Greater reported 
variation
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Report summary

Vitamin Metabolism

SNP: rs6564851 T/T SNP: rs1801133 G/A SNP: rs4588 G/T SNP: rs2228570 A/G  
SNP: rs12934922 A/T SNP: rs602662 A/A SNP: rs2282679 T/G SNP: rs1527479 T/C  
SNP: rs7501331 C/T SNP: rs33972313 C/C SNP: rs10741657 G/G SNP: rs7946 T/T  

Mineral Metabolism

SNP: rs1800562 G/G SNP: rs855791 A/G SNP: rs3811647 G/A SNP: rs13266634 C/C  

Carbohydrate Metabolism

SNP: rs266729 C/C SNP: rs7799039 A/A SNP: rs1800849 G/G SNP: rs3774261 A/G  
SNP: rs2167270 G/G SNP: rs11185098 G/G SNP: rs1801282 C/C SNP: rs8050136 A/A  

Lipid Metabolism

SNP: rs174547 T/C SNP: rs662799 A/A SNP: rs2070895 G/A SNP: rs328 C/C SNP: rs3734398 T/T

Food Preferences

SNP: rs4988235 A/A SNP: rs671 G/G SNP: rs917997 C/C SNP: rs10246939 T/C SNP: rs35874116 T/C
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Genetic Data Results
Vitamin Metabolism
Vitamin metabolism includes the biological processes involved in the absorption, transport, activation, storage, and breakdown of vitamins in the 
body. This section presents information about selected genetic variants that have been studied in relation to biological pathways associated with 
vitamin metabolism. Scientific literature suggests that genetic variation may be associated with differences in certain vitamin- related processes 
among individuals. The information in this section is provided for educational and general wellness purposes and is intended to offer context about 
genetic variation and vitamin-related biological pathways.

Reference:
“Vitamin Metabolism.” ScienceDirect Topics, Elsevier, n.d., https://www.sciencedirect.com/topics/medicine-and-dentistry/vitamin-metabolism

Vitamin A
Vitamin A is a fat-soluble vitamin that supports normal vision, normal immune function, and normal growth and development. Animal foods 
provide retinol, while plant foods provide beta-carotene, which the body can convert into retinol. Genetic differences may influence how the 
body converts and uses vitamin A.
 
Reference:
“Vitamin and Mineral Supplement Fact Sheets”, National Institutes of Health, Office of Dietary Supplements. 
https://ods.od.nih.gov/factsheets/VitaminA-Consumer/

Your results

Gene: BCO1 Beta-Carotene Oxygenase 1.
Key enzyme in beta-carotene metabolism to vitamin A. It catalyzes the cleavage of beta-carotene into two retinal molecules, an active 
form of vitamin A.

SNP: rs6564851 Alleles: T/T Normal function. [1-2]

SNP: rs12934922 Alleles: A/T Decreased beta-carotene conversion. [1][3-7] 

The BCO1 gene encodes beta- carotene oxygenase 1, an enzyme involved in converting beta- carotene into retinal, a biologically 
active form of vitamin A. Some observational studies have explored whether the rs12934922 variant, when present in one copy 
(heterozygosity), is associated with decreased beta-carotene conversion.[1][3-7]

SNP: rs7501331 Alleles: C/T Decreased beta-carotene conversion. [1][3-8]  

The BCO1 gene encodes beta- carotene oxygenase 1, an enzyme involved in converting beta- carotene into retinal, a biologically 
active form of vitamin A. Some observational studies have explored whether the rs7501331 variant, when present in one copy 
(heterozygosity), is associated with decreased beta-carotene conversion.[1][3-8]
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Vitamin B9
Vitamin B9, also known as folate, is a B vitamin that contributes to normal cell division and normal growth and development. It is found 
naturally in foods such as leafy greens, legumes, and citrus fruits, and it is also added to certain fortified foods as folic acid. Genetic 
differences may influence how the body processes and uses folate.
 
Reference:
“Vitamin and Mineral Supplement Fact Sheets”, National Institutes of Health, Office of Dietary Supplements. 
https://ods.od.nih.gov/factsheets/Folate-Consumer/

Your results

Gene: MTHFR Methylenetetrahydrofolate reductase.
Enzyme involved in the conversion of vitamin B9 into its biologically active form.

SNP: rs1801133 Alleles: G/A Possible higher homocysteine levels. [1][9]

The MTHFR gene encodes methylenetetrahydrofolate reductase, an enzyme involved in folate metabolism and in biochemical 
pathways related to homocysteine metabolism. Some observational studies have explored whether the rs1801133 variant, when 
present in one copy (heterozygosity), is associated with possible reduced enzyme activity and possible higher homocysteine levels.[1]
[9]
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Vitamin B12
Vitamin B12 is a water-soluble vitamin in the B-complex group that contributes to normal red blood cell formation and plays a role in DNA 
synthesis and normal nervous system function. It is found in foods of animal origin, including meat, fish, eggs, milk, and dairy products. 
Genetic differences may influence how the body absorbs and uses vitamin B12.
 
Reference:
“Vitamin and Mineral Supplement Fact Sheets”, National Institutes of Health, Office of Dietary Supplements. 
https://ods.od.nih.gov/factsheets/VitaminB12-Consumer/

Your results

Gene: FUT2 Fucosyltransferase 2.
Enzyme modifying glycoproteins and glycolipids (components of the cell membrane) which are involved in the absorption and utilization 
of vitamin B12.

SNP: rs602662 Alleles: A/A Normal function. [1][9]
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Vitamin C
Vitamin C, also known as ascorbic acid, is a water-soluble vitamin involved in normal metabolic processes. It plays a role as an antioxidant in 
the body and supports the regeneration of other antioxidants and normal iron absorption. Genetic differences may influence how the body 
absorbs, transports, and uses vitamin C.
 
Reference:
“Vitamin and Mineral Supplement Fact Sheets”, National Institutes of Health, Office of Dietary Supplements. 
https://ods.od.nih.gov/factsheets/VitaminC-Consumer/

Your results

Gene: SLC23A1 Sodium-dependent vitamin C transporter 1.
Sodium/ascorbate cotransporter. Mediates electrogenic uptake of vitamin C.

SNP: rs33972313 Alleles: C/C Normal function. [1][10-13]
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Vitamin D
Vitamin D is a fat-soluble vitamin that supports normal bone health, normal immune function, normal muscle function, and normal cell growth 
and differentiation. It also supports normal calcium absorption. Vitamin D can be produced through sunlight exposure and is found in certain 
foods, including fortified foods and fatty fish. Genetic differences may influence how the body stores and uses vitamin D.
 
Reference:
“Vitamin and Mineral Supplement Fact Sheets”, National Institutes of Health, Office of Dietary Supplements. 
https://ods.od.nih.gov/factsheets/VitaminD-Consumer/

Your results

Gene: GC Vitamin D-binding protein.
Protein binding vitamin D and its plasma metabolites to transport them to target tissues.

SNP: rs4588 Alleles: G/T Somewhat lower 25-hydroxyvitamin D (main circulating form) 
levels.

[1][9-10]

The GC gene encodes the vitamin D-binding protein, which is responsible for binding and transporting vitamin D and its metabolites 
in the bloodstream. [1] Some observational studies have explored whether the rs2282679 variant, when present in one copy 
(heterozygosity), is associated with somewhat lower circulating levels of vitamin D-binding protein and possible somewhat lower 25-
hydroxyvitamin D (the main circulating form of vitamin D) levels.[9-10]  A qualified healthcare professional can help assess whether 
your diet, including vitamin D intake, is appropriate for your individual needs.

SNP: rs2282679 Alleles: T/G Somewhat lower vitamin D levels. [1][9-10][14-15]

The GC gene encodes the vitamin D-binding protein, which is responsible for binding and transporting vitamin D and its metabolites 
in the bloodstream. [1] Some observational studies have explored whether the rs2282679 variant, when present in one copy 
(heterozygosity), is associated with somewhat lower vitamin D levels.[9-10][14-15] A qualified healthcare professional can help assess 
whether your diet, including vitamin D intake, is appropriate for your individual needs.

Gene: CYP2R1 Cytochrome P450 2R1.
Enzyme converting vitamin D into the active ligand for the vitamin D receptor.

SNP: rs10741657 Alleles: G/G Possible lower vitamin D levels. [1][9][16-17]

The CYP2R1 gene encodes cytochrome P450 2R1, an enzyme involved in vitamin D metabolism, including the conversion of vitamin 
D into 25-hydroxyvitamin D, the main circulating form.[1][9] Some observational studies have explored whether the rs10741657 variant, 
when present in two copies (homozygosity), is associated with possible lower vitamin D levels. [16-17]  A qualified healthcare 
professional can help assess whether your diet, including vitamin D intake, is appropriate for your individual needs.

Gene: VDR Vitamin D receptor.
Receptor allowing the body to respond to vitamin D.

SNP: rs2228570 Alleles: A/G Normal function. [1][17-21]
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Vitamin E
Vitamin E is a fat- soluble vitamin that acts as an antioxidant and helps protect cells from oxidative stress. It supports normal growth and 
development and plays a role in normal nervous system and immune function. It is found in nuts, seeds, and vegetable oils. Genetic 
differences may influence how the body absorbs and uses vitamin E.
 
Reference:
“Vitamin and Mineral Supplement Fact Sheets”, National Institutes of Health, Office of Dietary Supplements. 
https://ods.od.nih.gov/factsheets/VitaminE-Consumer/

Your results

Gene: CD36 Platelet glycoprotein 4.
Membrane transporter of fatty acid.

SNP: rs1527479 Alleles: T/C Somewhat lower plasma vitamin E concentration. [1][10]

The CD36 gene encodes platelet glycoprotein 4 (CD36), a membrane protein involved in fatty acid uptake. [1] Some observational 
studies have explored whether the rs1527479 variant, when present in one copy (heterozygosity), is associated with somewhat lower 
plasma vitamin E concentration.[10] A qualified healthcare professional can help assess whether your diet, including vitamin E intake, 
is appropriate for your individual needs.
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Choline
Choline is a nutrient involved in cell membrane structure and in the production of acetylcholine, a compound that plays a role in normal 
muscle movement, nervous system function, learning, memory, and attention. It also supports normal liver and muscle function. Choline is 
found in foods such as eggs, meat, and legumes, and the body can produce some choline on its own. Genetic differences may influence how 
the body uses choline.
 
Reference:
“Vitamin and Mineral Supplement Fact Sheets”, National Institutes of Health, Office of Dietary Supplements. 
https://ods.od.nih.gov/factsheets/Choline-Consumer/

Your results

Gene: PEMT Phosphatidylethanolamine N-methyltransferase.
Enzyme playing a crucial role in the biosynthesis of phosphatidylcholine, a critical component for membrane structure.

SNP: rs7946 Alleles: T/T Possible decreased enzyme activity. [1][22-25][26]

The PEMT gene encodes phosphatidylethanolamine N- methyltransferase, an enzyme involved in the synthesis of 
phosphatidylcholine, an important component of cell membranes in tissues such as the liver, lungs, and brain.[1] Some observational 
studies have explored whether the rs7946 variant, when present in two copies (homozygosity), is associated with decreased enzyme 
activity.[22-25]
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Mineral Metabolism
Mineral metabolism includes the biological processes involved in the absorption, transport, utilization, and storage of essential minerals in the 
body. This section presents information about selected genetic variants that have been studied in relation to biological pathways associated with 
mineral metabolism. Scientific literature suggests that genetic variation may be associated with differences in certain mineral- related processes 
among individuals. The information in this section is provided for educational and general wellness purposes and is intended to offer context about 
genetic variation and mineral-related biological pathways.

**Reference: **
“Mineral Metabolism.” ScienceDirect Topics, Elsevier, n.d., 
https://www.sciencedirect.com/topics/agricultural-and-biological-sciences/mineral-metabolism

Iron
Iron is a mineral that supports normal oxygen transport and plays a role in normal enzyme function and normal production of certain 
hormones and connective tissue. It is found in foods such as meat, legumes, and fortified grains. Genetic differences may influence how the 
body regulates and uses iron.
 
Reference:
“Vitamin and Mineral Supplement Fact Sheets”, National Institutes of Health, Office of Dietary Supplements. 
https://ods.od.nih.gov/factsheets/Iron-Consumer/

Your results

Gene: HFE Hemojuvelin or High Fe (iron) protein.
Protein involved in the regulation of iron homeostasis in the body by controlling iron absorption from the diet and the maintenance of 
iron levels in the bloodstream.

SNP: rs1800562 Alleles: G/G Normal function. [9][27]

Gene: TMPRSS6 Transmembrane protease serine 6 or Matriptase-2.
Protein playing a critical role in the regulation of iron homeostasis in the body.

SNP: rs855791 Alleles: A/G Possible lower ferritin levels. [3][27]

The TMPRSS6 gene encodes transmembrane protease serine 6 (matriptase-2), a protein involved in iron regulation through pathways 
related to hepcidin, a hormone that helps regulate iron balance in the body. Some observational studies have explored whether the 
rs855791 variant, when present in one copy (heterozygosity), is associated with possible lower ferritin levels, a biomarker related to 
iron storage.[3][27]  A qualified healthcare professional can help assess whether your diet, including iron intake, is appropriate for your 
individual needs.
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Gene: TF Transferrin.
Transferrin, main iron transport protein in blood.

SNP: rs3811647 Alleles: G/A Possible higher ferritin. [3][27-29]

The TF gene encodes transferrin, the main iron transport protein in the blood. It binds iron and helps transport it from sites of 
absorption or storage to where it is needed in the body. Some observational studies have explored whether the rs3811647 variant, 
when present in one copy (heterozygosity), is associated with possible higher ferritin levels, a biomarker related to iron storage. [3]
[27-29]  A qualified healthcare professional can help assess whether your diet, including iron intake, is appropriate for your individual 
needs.

Your notes

DNA Wellness Report
Nutrition and Absorption Insights

KIT ID: X-M1PT00
Date: 05/07/2026

107 Technology Pkwy, Suite 993, Peachtree Corners, GA 30092 Page 14



Zinc
Zinc is a mineral that plays a role in normal immune function, normal wound healing, and normal hormone-related processes. It is found in 
foods such as meat, legumes, and seeds. Genetic differences may influence how the body absorbs and uses zinc.
 
Reference:
“Vitamin and Mineral Supplement Fact Sheets”, National Institutes of Health, Office of Dietary Supplements. 
https://ods.od.nih.gov/factsheets/Zinc-Consumer/

Your results

Gene: SLC30A8 Zinc transporter 8.
Protein playing a crucial role in the regulation of zinc homeostasis within insulin-secreting pancreatic cells.

SNP: rs13266634 Alleles: C/C Possible lower zinc level and higher glucose levels in blood. [3][27][30-31]

The SLC30A8 gene encodes zinc transporter 8, a protein involved in transporting zinc in pancreatic cells, where zinc plays a role in 
insulin-related processes. Some observational studies have explored whether the rs13266634 variant, when present in two copies 
(homozygosity), is associated with possible lower zinc levels and possible higher glucose levels in blood.[3][27][30-31]  A qualified 
healthcare professional can help assess whether your diet, including  zinc intake, is appropriate for your individual needs.

Your notes

DNA Wellness Report
Nutrition and Absorption Insights

KIT ID: X-M1PT00
Date: 05/07/2026

107 Technology Pkwy, Suite 993, Peachtree Corners, GA 30092 Page 15

https://ods.od.nih.gov/factsheets/Zinc-Consumer/


Carbohydrate Metabolism
Carbohydrate metabolism includes the biological processes involved in the breakdown, storage, and use of sugars in the body. This section 
presents information about selected genetic variants that have been studied in relation to biological pathways associated with carbohydrate 
metabolism. Scientific literature suggests that genetic variation may be associated with differences in certain carbohydrate-related processes among 
individuals. The information in this section is provided for educational and general wellness purposes and is intended to offer context about 
genetic variation and carbohydrate-related biological pathways.

Reference:
“Carbohydrate Metabolism.” ScienceDirect Topics, Elsevier, n.d., 
https://www.sciencedirect.com/topics/medicine-and-dentistry/carbohydrate-metabolism

Your results

Gene: ADIPOQ Adiponectin.
Hormone produced and secreted by the adipose tissue. Low adiponectin levels have implications in metabolic health, insulin sensitivity, 
inflammation, and cardiovascular function.

SNP: rs266729 Alleles: C/C Normal function. [24][32]

SNP: rs3774261 Alleles: A/G Possible low response to insulin. [39]

The ADIPOQ gene helps produce adiponectin, a hormone involved in insulin sensitivity and glucose balance. Insulin is a hormone that 
helps regulate blood glucose by supporting the movement of glucose into cells. Some observational studies have explored whether 
having one copy (heterozygosity) of the rs3774261 variant has been associated with a possible low response to insulin. [39] A 
qualified healthcare professional can help assess whether your diet is appropriate for your individual needs.

Gene: LEP Leptin.
Hormone produced by adipose tissue and involved in the regulation of energy balance and body weight.

SNP: rs2167270 Alleles: G/G Normal function. [24][32]

Gene: LEPR Leptin receptor.
It binds leptin and, in concert with it, regulates energy metabolism and body weight.

SNP: rs7799039 Alleles: A/A Possible high BMI. [32-34]

The LEPR gene encodes the leptin receptor, a protein involved in signaling pathways related to appetite regulation and energy 
balance in the body. Some observational studies have explored whether the rs7799039 variant, when present in two copies 
(homozygosity), is associated with possible high Body Mass Index (BMI) and possible lower response to insulin.[32-34] A qualified 
healthcare professional can help assess whether your diet is appropriate for your individual needs.
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Gene: AMY1A Alpha-Amylase 1A.
Protein involved in the first steps of digestion of carbohydrates in saliva.

SNP: rs11185098 Alleles: G/G Normal function. [32][35]

Gene: UCP3 Uncoupling Protein 3.
Protein present in the mitochondria and involved in energy equilibrium.

SNP: rs1800849 Alleles: G/G Normal function. [32][36] 

Gene: PPARG Peroxisome Proliferator-Activated Receptor Gamma.
Receptor that regulates fatty acid deposition and glucose metabolism.

SNP: rs1801282 Alleles: C/C Normal function. [32][37-38]

Gene: FTO Fat mass and obesity-associated protein.
Protein involved in the control of body weight and energy metabolism.

SNP: rs8050136 Alleles: A/A Possible low response to insulin. [40]

The FTO gene helps produce the fat mass and obesity-associated protein, which is involved in energy metabolism and body weight 
regulation. Some observational studies have explored whether having two copies (homozygosity) of the rs8050136 variant has been 
associated with a possible low response to insulin. [40]A qualified healthcare professional can help assess whether your diet is 
appropriate for your individual needs.
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Lipid Metabolism
Lipid metabolism includes the biological processes involved in the absorption, transport, synthesis, storage, and breakdown of dietary fats and 
other lipid compounds in the body. This section presents information about selected genetic variants that have been studied in relation to 
biological pathways associated with lipid metabolism. Scientific literature suggests that genetic variation may be associated with differences in 
certain lipid-related processes among individuals. The information in this section is provided for educational and general wellness purposes and is 
intended to offer context about genetic variation and lipid-related biological pathways.

Reference:
Chandel, Navdeep S. “Lipid Metabolism.” Cold Spring Harbor Perspectives in Biology vol. 13,9 a040576. 2021. doi:10.1101/
cshperspect.a040576

Your results

Gene: FADS1 Fatty acid desaturase 1.
Enzyme involved in the desaturation of polyunsaturated fats.

SNP: rs174547 Alleles: T/C Decreased enzyme activity. [24][32]

The FADS1 gene helps produce fatty acid desaturase 1, an enzyme involved in processing essential fatty acids, including omega-3 
and omega-6 fatty acids. This enzyme plays a role in fatty acid balance in the body. Some observational studies have explored 
whether having one copy (heterozygosity) of the rs174547 variant has been associated with decreased enzyme activity and with 
differences in fatty acid balance.[24][32] A qualified healthcare professional can help assess whether your diet is appropriate for your 
individual needs.

Gene: APOA5 Apolipoprotein A-V.
Component of lipoproteins, present in the blood and playing a crucial role in lipid transport in the body.

SNP: rs662799 Alleles: A/A Normal function. [4][32][41-44]

Gene: LIPC Hepatic lipase.
Enzyme breaking down triglycerides and phospholipids present in high-density lipoproteins (HDL).

SNP: rs2070895 Alleles: G/A Possible higher levels of fasting glucose, total cholesterol, and 
triglycerides.

[32][45-46]

The LIPC gene helps produce hepatic lipase, an enzyme involved in lipid metabolism, including the processing of triglycerides and 
lipoproteins such as HDL (high- density lipoproteins). Some observational studies have explored whether having one copy 
(heterozygosity) of the rs5128 variant has been associated with higher levels of fasting plasma glucose, total cholesterol, and 
triglycerides. [32] [45-46] A qualified healthcare professional can help assess whether your diet is appropriate for your individual 
needs.
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Gene: LPL Lipoprotein lipase.
Enzyme playing a crucial role in the breakdown of triglycerides present in circulating lipoproteins.

SNP: rs328 Alleles: C/C Normal function. [32][47-48]

Gene: ELOVL2 Fatty acid elongase 2.
Protein involved in the synthesis of very long polyunsaturated fatty acids (VLC-PUFAs), which have several critical roles in our body.

SNP: rs3734398 Alleles: T/T Normal function. [32][49-50]
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Food Preferences
Food preferences are influenced by a combination of genetic, sensory, and environmental factors. This section presents information about selected 
genetic variants that have been studied in relation to biological pathways associated with taste perception and food preference patterns. Scientific 
literature suggests that genetic variation may be associated with differences in certain taste-related and food-related processes among individuals. 
The information in this section is provided for educational and general wellness purposes and is intended to offer context about genetic variation 
and food-related biological pathways.

Reference:
Drewnowski, A. “Taste preferences and food intake.” Annual Review of Nutrition vol. 17 (1997): 237-53. doi:10.1146/annurev.nutr.17.1.237

Your results

Gene: LCT Lactase.
Enzyme which breaks down lactose, the main sugar in mammalian milk.

SNP: rs4988235 Alleles: A/A Normal Function. [51-53] 

Gene: ALDH2 Aldehyde Dehydrogenase 2.
Enzyme required for clearance of cellular acetaldehyde, a toxic byproduct of alcohol metabolism, and formaldehyde, a toxic byproduct 
of some metabolic process and environmental pollutant.

SNP: rs671 Alleles: G/G Normal function. [51][54-57] 

Gene: IL-18 Interleukin 18.
Signaling protein playing a key role in the immune system and part of the interleukin family of cytokines. It is involved in epithelial barrier 
repair and immune responses.

SNP: rs917997 Alleles: C/C Normal function. [58-60]

Gene: TAS2R38 Taste receptor type 2 member 38.
Receptor involved in the perception of a wide range of bitter compounds.

SNP: rs10246939 Alleles: T/C Normal function. [51][61]
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Gene: TAS1R2 Taste receptor type 1 member 2.
Receptor involved in the detection of chemical stimuli involved in sensory perception of sweet taste.

SNP: rs35874116 Alleles: T/C Somewhat increased intensity and liking of the sweet taste. [51][62]

The TAS1R2 gene helps produce taste receptor type 1 member 2, a receptor involved in how the body perceives sweet taste. Some 
observational studies have explored whether having one copy (heterozygosity) of the rs35874116 variant has been associated with 
somewhat increased intensity and liking of the sweet taste.[51][62]
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Scientific Glossary
When discussing genetics, it's often necessary to use many technical terms, and there's no way to avoid it if we want to maintain accuracy in 
explanations. That's why we have compiled a scientific glossary - to enable everyone to understand without getting overwhelmed.

                
                Anyway, it is important to emphasize that our scientific glossary does not aim to be exhaustive and is not intended to replace the advice 

provided by your healthcare provider. Professional medical support is essential for a proper interpretation of genetic data and for developing a 
personalized health and wellness plan.

Allele
An allele is one of the different forms of a specific gene. The differences among alleles arise from small changes in the DNA sequence and 
can lead to changes in the characteristic controlled by the gene itself.

Chromosome
An allele is one of the different forms of a specific gene. The differences among alleles arise from small changes in the DNA sequence and 
can lead to changes in the characteristic controlled by the gene itself.

Dietary supplement
A dietary supplement is a product that contains one or more dietary ingredients, such as vitamins, minerals, herbs, amino acids, enzymes, or 
other substances, intended to supplement the diet. These supplements are available in various forms, including pills, capsules, tablets, 
powders, or liquids.

DNA
DNA stands for Deoxyribonucleic Acid. It is the macromolecule containing the information to build the organism. It is made up of 4 different 
nucleotides (Adenine, Cytosine, Guanine and Thymine). The human DNA have 3 billion nucleotide basepairs.

Gene
A gene is a segment of a chromosome that occupies a given locus on it and codes for a protein, each one with a specific function: some build 
the structure of our cells, some respond to signaling molecules, some catalyze reactions (these are called enzymes), and so on.

Genetic Variant
A genetic variant is a change or alteration in the DNA sequence of a gene. The main genetic variant types include base substitutions, 
deletions, or insertions.

Genomics
Genomics is a field of biology that focuses on the study of an organism's entire genome, which is the complete set of its genetic material. It 
involves the comprehensive analysis of genes, their functions, interactions, and variations within and between populations.

Genotype
The genotype is the genetic makeup of an organism, then the combination of alleles presents in an individual's DNA at a particular locus on a 
chromosome. The genotype represents the specific genetic information that an organism inherits from its parents.

Heterozygosity
Heterozygosity refers to having two different alleles at a specific genetic locus. If an individual has one copy of the "A" allele and one copy of 
the "B" allele for a certain gene (AB genotype), they are said to be heterozygous for that gene.

Homozygosity
Homozygosity refers to having two identical alleles at a specific genetic locus. If an individual has two copies of the "A" allele for a certain 
gene (AA genotype), they are said to be homozygous for that gene.

Macronutrient
Macronutrients are essential nutrients that are required by the body in large quantities to maintain proper functioning, growth, and overall 
health. These nutrients provide the necessary energy and building blocks needed for various physiological processes. The three primary 
macronutrients are: carbohydrates, lipids (fat), and proteins.
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Micronutrient
Micronutrients are essential nutrients required by the body in smaller quantities but are equally important for maintaining overall health and 
supporting various physiological functions. Micronutrients include two main groups: vitamins and minerals.

Nutritional deficiency
Nutritional deficiency, also known as malnutrition, refers to a condition in which the body does not receive enough macronutrients or 
micronutrients, which are needed to support proper growth, development, and overall wellness.

Phenotype
The phenotype is any observable trait arising from a complex interplay between a given genotype and environmental factors. Examples of 
phenotypes are height, eye color and blood type.

rsID number
rsID numbers are identifiers used by researchers to name different SNPs.

SNPs (Single Nucleotide Polymorphism)
A SNP, or single nucleotide polymorphism, is a genetic variant in one of the nucleotide bases composing DNA and found in more than 1% of 
the population.

DNA Wellness Report
Nutrition and Absorption Insights

KIT ID: X-M1PT00
Date: 05/07/2026

107 Technology Pkwy, Suite 993, Peachtree Corners, GA 30092 Page 23



Scientific References
[1]  Micheletti, C et al. “Nutrigenomics: SNPs correlated to vitamins' deficiencies.” La Clinica terapeutica vol. 174,Suppl 2(6) (2023): 173-182. 
doi:10.7417/CT.2023.2485

[2]  Lietz, Georg et al. “Single nucleotide polymorphisms upstream from the β-carotene 15,15'-monoxygenase gene influence provitamin A 
conversion efficiency in female volunteers.” The Journal of nutrition vol. 142,1 (2012): 161S-5S. doi:10.3945/jn.111.140756

[3]  Gkouskou, Kalliopi K et al. “Genotype-guided dietary supplementation in precision nutrition.” Nutrition reviews vol. 79,11 (2021): 1225-1235. 
doi:10.1093/nutrit/nuaa132

[4]  Kiani, Aysha Karim et al. “Polymorphisms, diet and nutrigenomics.” Journal of preventive medicine and hygiene vol. 63,2 Suppl 3 E125-
E141. 17 Oct. 2022, doi:10.15167/2421-4248/jpmh2022.63.2S3.2754

[5]  Leung, W C et al. “Two common single nucleotide polymorphisms in the gene encoding beta-carotene 15,15'-monoxygenase alter beta-
carotene metabolism in female volunteers.” FASEB journal : official publication of the Federation of American Societies for Experimental 
Biology vol. 23,4 (2009): 1041-53. doi:10.1096/fj.08-121962

[6]  Cai, Xiao et al. “Carotenoid metabolic (BCO1) polymorphisms and personal behaviors modify the risk of coronary atherosclerosis: a 
nested case-control study in Han Chinese with dyslipidaemia (2013-2016).” Asia Pacific journal of clinical nutrition vol. 28,1 (2019): 192-202. 
doi:10.6133/apjcn.201903_28(1).0025

[7]  Moran, Nancy E et al. “Single Nucleotide Polymorphisms in β-Carotene Oxygenase 1 are Associated with Plasma Lycopene Responses to 
a Tomato-Soy Juice Intervention in Men with Prostate Cancer.” The Journal of nutrition vol. 149,3 (2019): 381-397. doi:10.1093/jn/nxy304

[8]  Borel, Patrick et al. “Genetic variants in BCMO1 and CD36 are associated with plasma lutein concentrations and macular pigment optical 
density in humans.” Annals of medicine vol. 43,1 (2011): 47-59. doi:10.3109/07853890.2010.531757

[9]  Guest, Nanci S et al. “Sport Nutrigenomics: Personalized Nutrition for Athletic Performance.” Frontiers in nutrition vol. 6 8. 19 Feb. 2019, 
doi:10.3389/fnut.2019.00008

[10]  Niforou, Aikaterini et al. “Genetic Variants Shaping Inter-individual Differences in Response to Dietary Intakes-A Narrative Review of the 
Case of Vitamins.” Frontiers in nutrition vol. 7 558598. 1 Dec. 2020, doi:10.3389/fnut.2020.558598

[11]  Kobylecki, Camilla J et al. “Genetically high plasma vitamin C, intake of fruit and vegetables, and risk of ischemic heart disease and all-
cause mortality: a Mendelian randomization study.” The American journal of clinical nutrition vol. 101,6 (2015): 1135-43. doi:10.3945/
ajcn.114.104497

[12]  Timpson, Nicholas J et al. “Genetic variation at the SLC23A1 locus is associated with circulating concentrations of L- ascorbic acid 
(vitamin C): evidence from 5 independent studies with >15,000 participants.” The American journal of clinical nutrition vol. 92,2 (2010): 
375-82. doi:10.3945/ajcn.2010.29438

[13]  Kobylecki, Camilla J et al. “Genetically high plasma vitamin C and urate: a Mendelian randomization study in 106 147 individuals from the 
general population.” Rheumatology (Oxford, England) vol. 57,10 (2018): 1769-1776. doi:10.1093/rheumatology/key171

[14]  Ahn, Jiyoung et al. “Vitamin D-related genes, serum vitamin D concentrations and prostate cancer risk.” Carcinogenesis vol. 30,5 (2009): 
769-76. doi:10.1093/carcin/bgp055

[15]  https://www.snpedia.com/index.php/Rs2282679

[16]  Wang, Thomas J et al. “Common genetic determinants of vitamin D insufficiency: a genome-wide association study.” Lancet (London, 
England) vol. 376,9736 (2010): 180-8. doi:10.1016/S0140-6736(10)60588-0

[17]  Sadat-Ali, Mir et al. “Genetic influence on circulating vitamin D among Saudi Arabians.” Saudi medical journal vol. 37,9 (2016): 996-1001. 
doi:10.15537/smj.2016.9.14700

[18]  Gaffney-Stomberg, Erin et al. “Association Between Single Gene Polymorphisms and Bone Biomarkers and Response to Calcium and 
Vitamin D Supplementation in Young Adults Undergoing Military Training.” Journal of bone and mineral research : the official journal of the 
American Society for Bone and Mineral Research vol. 32,3 (2017): 498-507. doi:10.1002/jbmr.3008

[19]  Moffett, Susan P et al. “Association of the VDR translation start site polymorphism and fracture risk in older women.” Journal of bone and 
mineral research : the official journal of the American Society for Bone and Mineral Research vol. 22,5 (2007): 730-6. doi:10.1359/jbmr.070201 

DNA Wellness Report
Nutrition and Absorption Insights

KIT ID: X-M1PT00
Date: 05/07/2026

107 Technology Pkwy, Suite 993, Peachtree Corners, GA 30092 Page 24

https://www.snpedia.com/index.php/Rs2282679


[20]  Birke, Michelle et al. “Association of Vitamin D Receptor Gene Polymorphisms With Melanoma Risk: A Meta-analysis and Systematic 
Review.” Anticancer research vol. 40,2 (2020): 583-595. doi:10.21873/anticanres.13988

[21]  Alagarasu, K et al. “Association of vitamin D receptor gene polymorphisms with clinical outcomes of dengue virus infection.” Human 
immunology vol. 73,11 (2012): 1194-9. doi:10.1016/j.humimm.2012.08.007 

[22]  da Costa, Kerry-Ann et al. “Common genetic polymorphisms affect the human requirement for the nutrient choline.” FASEB journal : 
official publication of the Federation of American Societies for Experimental Biology vol. 20,9 (2006): 1336-44. doi:10.1096/fj.06-5734com

[23]  Chmurzynska, Agata et al. “PEMT rs12325817 and PCYT1A rs7639752 polymorphisms are associated with betaine but not choline 
concentrations in pregnant women.” Nutrition research (New York, N.Y.) vol. 56 (2018): 61-70. doi:10.1016/j.nutres.2018.04.018

[24]  Bale, Govardhan et al. “Whole-Exome Sequencing Identifies a Variant in Phosphatidylethanolamine N-Methyltransferase Gene to be 
Associated With Lean-Nonalcoholic Fatty Liver Disease.” Journal of clinical and experimental hepatology vol. 9,5 (2019): 561-568. doi:10.1016/
j.jceh.2019.02.001

[25]  Ganz, Ariel B et al. “Genetic Variation in Choline-Metabolizing Enzymes Alters Choline Metabolism in Young Women Consuming Choline 
Intakes Meeting Current Recommendations.” International journal of molecular sciences vol. 18,2 252. 26 Jan. 2017, doi:10.3390/
ijms18020252

[26]  Fan, Jian- Gao, and Hai- Xia Cao. “Role of diet and nutritional management in non- alcoholic fatty liver disease.” Journal of 
gastroenterology and hepatology vol. 28 Suppl 4 (2013): 81-7. doi:10.1111/jgh.12244

[27]  Dhuli, K et al. “Nutrigenomics: SNPs correlated to minerals' deficiencies.” La Clinica terapeutica vol. 174,Suppl 2(6) (2023): 193-199. 
doi:10.7417/CT.2023.2487 

[28]  Blanco- Rojo, R et al. “Intronic SNP rs3811647 of the human transferrin gene modulates its expression in hepatoma cells.” Nutricion 
hospitalaria vol. 27,6 (2012): 2142-5. doi:10.3305/nh.2012.27.6.6154

[29]  https://www.snpedia.com/index.php/Rs3811647

[30]  Xu, Kuanfeng et al. “Association between rs13266634 C/T polymorphisms of solute carrier family 30 member 8 (SLC30A8) and type 2 
diabetes, impaired glucose tolerance, type 1 diabetes-- a meta- analysis.” Diabetes research and clinical practice vol. 91,2 (2011): 195-202. 
doi:10.1016/j.diabres.2010.11.012

[31]  Khorsandi, Hoda et al. “Zinc supplementation improves body weight management, inflammatory biomarkers and insulin resistance in 
individuals with obesity: a randomized, placebo-controlled, double-blind trial.” Diabetology & metabolic syndrome vol. 11 101. 2 Dec. 2019, 
doi:10.1186/s13098-019-0497-8 

[32]  Madeo, G et al. “Nutrigenomics: SNPs Correlated to Lipid and Carbohydrate Metabolism.” La Clinica terapeutica vol. 174,Suppl 2(6) 
(2023): 200-208. doi:10.7417/CT.2023.2488

[33]  Dashti, Mohammed et al. “Leptin rs7799039 polymorphism is associated with multiple sclerosis risk in Kuwait.” Multiple sclerosis and 
related disorders vol. 36 (2019): 101409. doi:10.1016/j.msard.2019.101409

[34]  Duan, De-Min et al. “Modification effect of sex and obesity on the correlation of LEP polymorphisms with leptin levels in Taiwanese 
obese women.” Molecular genetics & genomic medicine vol. 8,3 (2020): e1113. doi:10.1002/mgg3.1113

[35]  Heianza, Yoriko et al. “Starch Digestion-Related Amylase Genetic Variant Affects 2-Year Changes in Adiposity in Response to Weight-
Loss Diets: The POUNDS Lost Trial.” Diabetes vol. 66,9 (2017): 2416-2423. doi:10.2337/db16-1482

[36]  Pravednikova, Anna E et al. “Association of uncoupling protein (Ucp) gene polymorphisms with cardiometabolic diseases.” Molecular 
medicine (Cambridge, Mass.) vol. 26,1 51. 25 May. 2020, doi:10.1186/s10020-020-00180-4

[37]  Majithia, Amit R et al. “Rare variants in PPARG with decreased activity in adipocyte differentiation are associated with increased risk of 
type 2 diabetes.” Proceedings of the National Academy of Sciences of the United States of America vol. 111,36 (2014): 13127-32. doi:10.1073/
pnas.1410428111

[38]  Tellechea, Mariana L et al. “Pro12Ala polymorphism of the peroxisome proliferatoractivated receptor-gamma gene is associated with 
metabolic syndrome and surrogate measures of insulin resistance in healthy men: interaction with smoking status.” Circulation journal : official 
journal of the Japanese Circulation Society vol. 73,11 (2009): 2118-24. doi:10.1253/circj.cj-09-0320

[39]  de Luis Roman, Daniel Antonio et al. “Adiponectin Gene Variant rs3774261, Effects on Lipid Profile and Adiponectin Levels after a High 
Polyunsaturated Fat Hypocaloric Diet with Mediterranean Pattern.” Nutrients vol. 13,6 1811. 26 May. 2021, doi:10.3390/nu13061811

DNA Wellness Report
Nutrition and Absorption Insights

KIT ID: X-M1PT00
Date: 05/07/2026

107 Technology Pkwy, Suite 993, Peachtree Corners, GA 30092 Page 25

https://www.snpedia.com/index.php/Rs3811647


[40]  Haupt, A et al. “Variation in the FTO gene influences food intake but not energy expenditure.” Experimental and clinical endocrinology & 
diabetes : official journal, German Society of Endocrinology [and] German Diabetes Association vol. 117,4 (2009): 194-7. doi:10.1055/
s-0028-1087176

[41]  Ariza, María-José et al. “Additive effects of LPL, APOA5 and APOE variant combinations on triglyceride levels and hypertriglyceridemia: 
results of the ICARIA genetic sub-study.” BMC medical genetics vol. 11 66. 29 Apr. 2010, doi:10.1186/1471-2350-11-66

[42]  Jiang, Chao Qiang et al. “A single nucleotide polymorphism in APOA5 determines triglyceride levels in Hong Kong and Guangzhou 
Chinese.” European journal of human genetics : EJHG vol. 18,11 (2010): 1255-60. doi:10.1038/ejhg.2010.93

[43]  Liu, Zhi- Kai et al. “Associations of polymorphisms in the apolipoprotein A1/ C3/ A4/ A5 gene cluster with familial combined 
hyperlipidaemia in Hong Kong Chinese.” Atherosclerosis vol. 208,2 (2010): 427-32. doi:10.1016/j.atherosclerosis.2009.08.013).

[44]  Triglyceride Coronary Disease Genetics Consortium and Emerging Risk Factors Collaboration et al. “Triglyceride-mediated pathways 
and coronary disease: collaborative analysis of 101 studies.” Lancet (London, England) vol. 375,9726 (2010): 1634-9. doi:10.1016/
S0140-6736(10)60545-4

[45]  Verma, Pratima et al. “The rs2070895 (-250G/A) Single Nucleotide Polymorphism in Hepatic Lipase (HL) Gene and the Risk of Coronary 
Artery Disease in North Indian Population: A Case-Control Study.” Journal of clinical and diagnostic research : JCDR vol. 10,8 (2016): GC01-6. 
doi:10.7860/JCDR/2016/20496.8378 

[46]  Ramos- Lopez, Omar et al. “Guide for Current Nutrigenetic, Nutrigenomic, and Nutriepigenetic Approaches for Precision Nutrition 
Involving the Prevention and Management of Chronic Diseases Associated with Obesity.” Journal of nutrigenetics and nutrigenomics vol. 
10,1-2 (2017): 43-62. doi:10.1159/000477729

[47]  Garcia- Rios, Antonio et al. “Genetic variations at the lipoprotein lipase gene influence plasma lipid concentrations and interact with 
plasma n-6 polyunsaturated fatty acids to modulate lipid metabolism.” Atherosclerosis vol. 218,2 (2011): 416-22. doi:10.1016/
j.atherosclerosis.2011.07.092

[48]  Shahid, Saleem Ullah et al. “Common variants in the genes of triglyceride and HDL-C metabolism lack association with coronary artery 
disease in the Pakistani subjects.” Lipids in health and disease vol. 16,1 24. 31 Jan. 2017, doi:10.1186/s12944-017-0419-4

[49]  Leng, Shuguang et al. “Dietary nutrients associated with preservation of lung function in Hispanic and non-Hispanic white smokers from 
New Mexico.” International journal of chronic obstructive pulmonary disease vol. 12 3171-3181. 30 Oct. 2017, doi:10.2147/COPD.S142237

[50]  Punia, Sneh, et al. “Omega-3 Metabolism, Absorption, Bioavailability and Health Benefits—A Review.” PharmaNutrition, vol. 10, no. 3, 
2019, article 100162, https://doi.org/10.1016/j.phanu.2019.100162.

[51]  Medori, M C et al. “Nutrigenomics: SNPs correlated to Food Preferences and Susceptibilities.” La Clinica terapeutica vol. 174,Suppl 2(6) 
(2023): 214-226. doi:10.7417/CT.2023.2490

[52]  https://www.genecards.org/cgi-bin/carddisp.pl?gene=LCT

[53]  Dzialanski, Zbigniew et al. “Lactase persistence versus lactose intolerance: Is there an intermediate phenotype?.” Clinical biochemistry 
vol. 49,3 (2016): 248-52. doi:10.1016/j.clinbiochem.2015.11.001

[54]  https://www.genecards.org/cgi-bin/carddisp.pl?gene=ALDH2

[55]  Yokoyama, Akira et al. “Combinations of alcohol-induced flushing with genetic polymorphisms of alcohol and aldehyde dehydrogenases 
and the risk of alcohol dependence in Japanese men and women.” PloS one vol. 16,7 e0255276. 26 Jul. 2021, doi:10.1371/
journal.pone.0255276

[56]  Kim, Do-Kyun et al. “Aldh2 Attenuates Stem Cell Factor/Kit-Dependent Signaling and Activation in Mast Cells.” International journal of 
molecular sciences vol. 20,24 6216. 10 Dec. 2019, doi:10.3390/ijms20246216

[57]  Im, Pek Kei et al. “Alcohol metabolism genes and risks of site- specific cancers in Chinese adults: An 11- year prospective study.” 
International journal of cancer vol. 150,10 (2022): 1627-1639. doi:10.1002/ijc.33917

[58]  https://www.snpedia.com/index.php/Rs917997

[59]  Myhr, Courtney B et al. “The autoimmune disease-associated SNP rs917997 of IL18RAP controls IFNγ production by PBMC.” Journal of 
autoimmunity vol. 44 (2013): 8-12. doi:10.1016/j.jaut.2013.06.001

DNA Wellness Report
Nutrition and Absorption Insights

KIT ID: X-M1PT00
Date: 05/07/2026

107 Technology Pkwy, Suite 993, Peachtree Corners, GA 30092 Page 26

https://doi.org/10.1016/j.phanu.2019.100162
https://www.genecards.org/cgi-bin/carddisp.pl?gene=LCT
https://www.genecards.org/cgi-bin/carddisp.pl?gene=ALDH2
https://www.snpedia.com/index.php/Rs917997


[60]  Yang, Guang et al. “Systematic review and meta- analysis of the association between IL18RAP rs917997 and CCR3 rs6441961 
polymorphisms with celiac disease risks.” Expert review of gastroenterology & hepatology vol. 9,10 (2015): 1327-38. 
doi:10.1586/17474124.2015.1075880 

[61]  Mfuna Endam, Leandra et al. “Genetic variations in taste receptors are associated with chronic rhinosinusitis: a replication study.” 
International forum of allergy & rhinology vol. 4,3 (2014): 200-6. doi:10.1002/alr.21275

[62]  Stevens, Harry et al. “TAS1R2 rs35874116 Associations with Taste, Diet, and Health in an Italian Population.” Nutrients vol. 17,2 329. 17 
Jan. 2025, doi:10.3390/nu17020329

DNA Wellness Report
Nutrition and Absorption Insights

KIT ID: X-M1PT00
Date: 05/07/2026

107 Technology Pkwy, Suite 993, Peachtree Corners, GA 30092 Page 27



Disclaimers

This DNA Wellness Report has not been evaluated by the U.S. Food and Drug Administration  and is not intended to diagnose, treat, 
cure, or prevent any disease.

The information in this report is provided for educational and informational purposes only. It is based on the analysis of selected genetic 
variants and on scientific literature available at the time of report preparation. This report is not a substitute for professional medical advice, 
diagnosis, or treatment.
 
Before making significant decisions related to diet, supplementation, lifestyle, or medical care, consult a qualified healthcare professional.
 
While we make reasonable efforts to present accurate and up-to-date information, we do not guarantee that all content is free from error or 
omission. Scientific understanding of genetics continues to evolve, and interpretations may change over time as new research becomes 
available.
 
Genetic information may be interpreted differently in other contexts. This report is limited to general wellness and educational use only and 
does not provide interpretation regarding disease diagnosis, disease risk, medical conditions, family relationships, or ancestry.
 
Any testimonials or user experiences related to the DNA Wellness Test are individual experiences and are not intended to represent typical or 
guaranteed outcomes.
 
If laboratory analysis is performed by a CLIA- certified and/ or CAP- accredited laboratory , such certification or accreditation relates to 
laboratory quality standards and does not mean that this report has been reviewed or approved by the FDA.
 
Your sample and data are handled in accordance with our privacy and data protection procedures. If consent has been provided, de-
identified and aggregated data may be used for research, quality improvement, or scientific publication as permitted by applicable policies 
and approvals.
 
Questionnaire- based results, where included, are derived from information provided by the user and processed using internal analytical 
methods informed by published references.
 
Use of this report and any actions taken based on its contents are the responsibility of the user. For questions about this report, please 
contact info@magisnat.com or visit www.magisnat.com.
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