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Dear Alex Morgan

Thank you for choosing our genetic analysis service.

We are pleased to provide you with personalized genetic insights based on selected variants identified in your DNA.
This report is designed to provide educational and general wellness information about genetic variants and
associations reported in scientific literature.

Our goal is to present your results in a clear and informative format to help you better understand selected genetic
characteristics related to general wellness.

This report is intended for educational and general wellness purposes only. It is not intended to diagnose, treat, cure,
mitigate, or prevent any disease or medical condition, and it should not be used as a substitute for professional
medical advice.

We hope your experience with our service has been clear, informative, and valuable. If you have any questions or need
additional assistance, our team is available to help.

Thank you again for placing your trust in us.

Sincerely,
MAGISNAT OMICS LLC Team
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Introduction

Introduction

GENETICS is important

DNA Wellness Report: Brain and Sleep Insights

Brain- and sleep-related pathways include biological processes influenced by both genetic variation and environmental and
lifestyle factors. This DNA report analyzes 10 selected genetic variants (SNPs) that have been studied in relation to
biological pathways associated with sleep-related traits, stress response, mood-related traits, attention, and other cognitive
processes. Scientific literature suggests that genetic variants may be associated with differences in these traits and
biological processes among individuals. The information in this report is provided for educational and general wellness
purposes and is intended to offer context about genetic variation and brain- and sleep-related biological pathways. This
report is not intended to diagnose, treat, cure, mitigate, or prevent any disease or medical condition.

Traits

Stress Response,
g‘ Sleep Insights % Mood and Focus @
Insights

Brain Function
Insights

Understanding the Report

How to Read Your Genetic Results

This report presents information about selected genetic variants, specifically single nucleotide polymorphisms (SNPs),
analyzed within or in relation to specific genes.

Each result includes the gene name, gene function, SNP ID, genotype, represented by the combination of alleles detected at
that genetic position, outcome, and recommendation.

The outcome summarizes the reported scientific association between the identified genotype and a general wellness-related
trait or biological process.

The recommendation provides general wellness information based on this association and is not intended as medical advice.

The information provided in this report is based on published scientific research describing associations between selected
genetic variants and biological traits or processes related to general wellness.

This report is provided for educational and general wellness purposes only. It is not intended to diagnose, treat, cure,
mitigate, or prevent any disease or medical condition.
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Sleep Insights

Genetic Data Results

Sleep Insights

Sleep-related biological processes include mechanisms involved in sleep timing, duration, quality, regularity, and
circadian rhythms. This section presents information about selected genetic variants that have been studied in relation
to sleep-related traits and biological pathways. Scientific literature suggests that genetic variation may be associated
with differences in certain sleep-related characteristics among individuals, together with lifestyle, environmental, and
other biological factors.

This report is provided for educational and general wellness purposes only. It is not intended to diagnose, treat, cure,
mitigate, or prevent any disease or medical condition. The reported genetic associations do not determine an
individual's sleep characteristics and are not intended to diagnose or assess any sleep disorder or medical condition.

Reference:

Ramar, Kannan et al. “Sleep is essential to health: an American Academy of Sleep Medicine position statement.” Journal of Clinical
Sleep Medicine vol. 1710 (2021): 2115-2119. doi:10.5664/jcsm.9476

Results

Scientific Details
Gene: Gene function: SNP:

MTHFR Methylenetetrahydrofolate reductase. rs1801133

Enzyme involved in folate metabolism that converts
5,10-methylenetetrahydrofolate to 5-methyltetrahydrofolate
and contributes to homocysteine remethylation.

Genotype and Outcome

Genotype: Associated outcome:

Possible differences in homocysteine levels in relation to sleep duration

G/ A among A-allele carriers. [1-3]
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MTHFR / rs1801133

Recommendation

The MTHFR gene encodes methylenetetrahydrofolate reductase, an enzyme involved in folate metabolism and
homocysteine remethylation.[3] Some studies have explored whether genetic variation in MTHFR, including
rs1801133, is associated with differences in enzyme activity and homocysteine levels in relation to sleep
duration.[1-3] The rs1801133 A allele, when present in one copy (heterozygosity; G/A genotype), is associated
with reduced MTHFR enzyme activity compared with the G/G genotype.[3] In one population study, G/A
individuals were analyzed together with A/A individuals as A-allele carriers, and this combined group showed a
stronger association between long sleep duration and higher homocysteine levels than individuals with the G/G
genotype; therefore, a separate sleep-related association for the G/A genotype was not established.[1] This
genetic result does not determine your individual homocysteine levels or sleep patterns, which may be
influenced by multiple genetic, nutritional, lifestyle, and environmental factors. A qualified healthcare
professional can help assess whether your overall diet and lifestyle are appropriate for your individual needs.

Scientific Details

Gene: Gene function: SNP:
VDR Vitamin D receptor. rs2228570

Receptor allowing the body to respond to vitamin D.

Genotype and Outcome

Genotype: Associated outcome:

A/G

No specific association established with sleep quality. [4-8]

Recommendation

The VDR gene encodes the vitamin D receptor, a protein that mediates the biological effects of vitamin D.[4]
Some studies have explored whether genetic variation in VDR, including rs2228570, is associated with
differences in vitamin D-related traits and sleep quality.[4-8] In one population-based study of adults,
individuals with one copy of the rs2228570 G allele (heterozygosity; A/G genotype) were analyzed together
with individuals having the A/A genotype as the comparison group for those with the G/G genotype; therefore,
no specific association with sleep quality was established for the A/G genotype alone.[7] This genetic result
does not determine your individual vitamin D status or sleep quality, which may be influenced by multiple
genetic, nutritional, lifestyle, and environmental factors. A qualified healthcare professional can help assess
whether your overall diet and lifestyle are appropriate for your individual needs.

KITID:  SAMPLE-DNA-0001 Date: 2026-10-01 6/24
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Sleep Insights

Scientific Details

Gene: Gene function: SNP:
CYP1A2 Cytochrome P450 1A2. rs762551

Enzyme of the cytochrome P450 family involved in the
metabolism of caffeine, various drugs, and other compounds.

Genotype and Outcome

Genotype: Associated outcome:

Possible lower CYP1A2 activity and slower caffeine metabolism than in

C/ C A-allele carriers. [24-26]

Recommendation

The CYP1A2 gene encodes cytochrome P450 1A2, an enzyme involved in the metabolism of caffeine and
various other compounds.[24] Some studies have explored whether genetic variation in CYP1A2, including
rs762551, is associated with differences in CYP1A2 activity and caffeine metabolism.[25] The rs762551 C allele,
when present in two copies (homozygosity; C/C genotype), has been associated with lower CYP1A2 activity
compared with A-allele carriers and therefore with relatively slower caffeine metabolism.[25] Caffeine dose and
timing can independently influence subsequent sleep-related measures.[26] This genetic result does not
determine your individual caffeine metabolism, caffeine sensitivity, or sleep response, which may be influenced
by multiple genetic, physiological, lifestyle, and environmental factors. A qualified healthcare professional can
help assess whether your overall diet and lifestyle are appropriate for your individual needs

KITID:  SAMPLE-DNA-0001 Date: 2026-10-01 7124
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Sleep Insights

Scientific Details

Gene: Gene function: SNP:

ADA Adenosine deaminase. rs73598374

Enzyme involved in the conversion of adenosine to inosine and
in the regulation of adenosine levels.

Genotype and Outcome

Genotype: Associated outcome:

C / C Possible relatively higher ADA activity than in T-allele carriers. [27-31]

Recommendation

The ADA gene encodes adenosine deaminase, an enzyme involved in the conversion of adenosine to inosine
and the regulation of adenosine levels.[27]|28] Some studies have explored whether genetic variation in ADA,
including rs73598374, is associated with differences in ADA activity and sleep-related measures.[27-31
Individuals with two copies (homozygosity) of the rs73598374 C allele (C/C genotype) were used as the main
comparison group in the reviewed studies, while carriers of the T allele showed relatively lower ADA activity
and differences in selected sleep-related measures.[27-31] No specific favorable or unfavorable sleep profile
was established for the C/C genotype in the reviewed studies. This genetic result does not determine your
individual sleep quality or sleep characteristics, which may be influenced by multiple genetic, physiological,
lifestyle, and environmental factors. A qualified healthcare professional can help assess whether your overall
diet and lifestyle are appropriate for your individual needs.

KITID:  SAMPLE-DNA-0001 Date: 2026-10-01 8/24
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Stress Response, Mood and Focus Insights

Stress Response, Mood and Focus Insights

Stress response-, mood-, and focus-related biological processes include mechanisms involved in emotional
regulation, attention, cognitive focus, and responses to everyday stress. This section presents information about
selected genetic variants that have been studied in relation to these traits and biological pathways. Scientific literature
suggests that genetic variation may be associated with differences in certain stress-, mood-, and focus-related
characteristics among individuals, together with lifestyle, environmental, and other biological factors.

This report is provided for educational and general wellness purposes only. It is not intended to diagnose, treat, cure,
mitigate, or prevent any disease or medical condition. The reported genetic associations do not determine an
individual's mood, stress response, attention, or focus and are not intended to diagnose or assess any mental health,
neurological, or other medical condition.

Reference:

Ellenbogen, Mark A et al. "Stress and selective attention: the interplay of mood, cortisol levels, and emotional information
processing.” Psychophysiology vol. 39,6 (2002): 723-32. doi:10.1111/1469-8986.3960723

Results

Scientific Details

Gene: Gene function: SNP:
MAOA Monoamine oxidase A. rs6323

Mitochondrial enzyme involved in the oxidative metabolism of
monoamine neurotransmitters, including serotonin,
norepinephrine, and dopamine. MAQOA is located on the X
chromosome. For individuals with one X chromosome, this
variant is interpreted according to the single observed allele
(hemizygous state).

Genotype and Outcome

Genotype: Associated outcome:

T / G Possible differences in MAOA activity. [11-16]
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MAOA / rs6323

Recommendation

The MAOA gene encodes monoamine oxidase A, a mitochondrial enzyme involved in the metabolism of
monoamine neurotransmitters, including serotonin, norepinephrine, and dopamine.[11] Some studies have
explored whether genetic variation in MAOA, including rs6323, is associated with differences in MAOA activity
and related behavioral and emotional traits.[12-16] In individuals with two X chromosomes, the rs6323 T and G
alleles, when present together (heterozygosity; T/G genotype), represent one copy of each allele, which have
been associated with differences in MAOA activity.[12][13] In individuals with one X chromosome, only a single
rs6323 allele is present in a hemizygous state and a T/G genotype therefore does not occur. Differences in
rs6323 have also been investigated in relation to stress response, emotional processing, and behavioral traits,
but these associations do not establish a specific mood, behavioral, or cognitive profile for an individual.[14-16
This genetic result does not determine your individual mood, stress response, or cognitive characteristics,
which may be influenced by multiple genetic, physiological, lifestyle, and environmental factors. A qualified
healthcare professional can help assess whether your overall diet and lifestyle are appropriate for your
individual needs.

Scientific Details

Gene: Gene function: SNP:
ADORA2A Adenosine A2A receptor. rs2298383

Receptor activated by adenosine, a molecule involved in
cellular signaling. It contributes to the regulation of
neurotransmitter activity, vascular function, inflammatory
pathways, and other physiological processes.

Genotype and Outcome

Genotype: Associated outcome:

C/T

Possible differences in sleep- and attention-related measures. [17-23]

KITID:  SAMPLE-DNA-0001 Date: 2026-10-01 10/24
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ADORA2A [ rs2298383

Recommendation

The ADORA2A gene encodes the adenosine A2A receptor, a receptor involved in adenosine signaling and the
regulation of neurotransmitter activity and sleep-related biological processes.[17-21] Some studies have
explored whether genetic variation in ADORA2A, including rs2298383, is associated with differences in sleep-
and attention-related measures.[22][23] In one population study, individuals with one copy (heterozygosity) of
the rs2298383 C allele (C/T genotype) were analyzed together with individuals having the C/C genotype as
C-allele carriers and compared with individuals having the T/T genotype.[22] Because the C/T and C/C
genotypes were analyzed together, a separate association with sleep- or attention-related measures was not
established for the C/T genotype.[22] Other research has found that associations between rs2298383 and
sleep-related measures may vary according to the specific sleep outcome and caffeine consumption.[23] This
genetic result does not determine your individual sleep quality, attention, or response to caffeine, which may be
influenced by multiple genetic, lifestyle, and environmental factors. A qualified healthcare professional can
help assess whether your overall diet and lifestyle are appropriate for your individual needs.

Scientific Details

Gene: Gene function: SNP:

COMT Catechol-O-methyltransferase. rs4680

Enzyme that helps process catechol compounds, including
neurotransmitters such as dopamine, epinephrine, and
norepinephrine.

Genotype and Outcome

Genotype: Associated outcome:

G / A Possible intermediate COMT enzyme activity. [32-35]
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COMT / rs4680

Recommendation

The COMT gene encodes catechol-O-methyltransferase, an enzyme involved in the metabolism of
catecholamines, including dopamine, epinephrine, and norepinephrine.|32[[33| Some studies have explored
whether genetic variation in COMT, including rs4680, is associated with differences in COMT activity and
cognitive performance.[32-35] Individuals with one copy of the rs4680 G allele and one copy of the A allele
(heterozygosity; G/A genotype) have been associated with intermediate COMT enzyme activity compared with
the lower-activity A/A and higher-activity G/G genotypes.[32][33] Studies of attention and executive function
have reported genotype-related differences that may vary according to task demands and stress conditions,
rather than a consistently favorable or unfavorable profile for the G/A genotype.[34][35] This genetic result
does not determine your individual attention, stress response, mood, or cognitive performance, which may be
influenced by multiple genetic, physiological, lifestyle, and environmental factors. A qualified healthcare
professional can help assess whether your overall diet and lifestyle are appropriate for your individual needs.

KITID:  SAMPLE-DNA-0001 Date: 2026-10-01 12/24
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Brain Function Insights

Brain Function Insights

Brain function—-related biological processes include mechanisms associated with cognitive control, attention, and other
cognitive functions. This section presents information about selected genetic variants that have been studied in
relation to cognitive-related traits and biological pathways. Scientific literature suggests that genetic variation may be
associated with differences in certain cognitive-related characteristics among individuals.

This report is provided for educational and general wellness purposes only. It is not intended to diagnose, treat, cure,
mitigate, or prevent any disease or medical condition. The reported genetic associations do not determine an
individual's cognitive abilities or performance and are not intended to diagnose or assess any neurological, cognitive,
neurodegenerative, or other medical condition.

Reference:

Xia, Haishuo et al. "Understanding cognitive control in aging: A brain network perspective.” Frontiers in Aging Neuroscience vol. 14,
1038756, 2022. doi:10.3389/fnagi.2022.1038756

Results

Scientific Details

Gene: Gene function: SNP:
ELOVL2 Fatty acid elongase 2. rs3734398

Enzyme involved in the elongation of polyunsaturated fatty
acids, including omega-3 fatty acids, contributing to the
production of longer-chain fatty acids involved in cellular
structures and normal biological functions.

Genotype and Outcome

Genotype: Associated outcome:

No specific unfavorable association identified with omega-3 fatty acid

T/ T profile. [9][10]

KITID:  SAMPLE-DNA-0001 Date: 2026-10-01 13/24



sMAGISN AT Brain and Sleep Insights

ELOVL2 /rs3734398

Recommendation

The ELOVLZ2 gene encodes fatty acid elongase 2, an enzyme involved in the elongation of polyunsaturated
fatty acids, including omega-3 fatty acids.[9] Some studies have explored whether genetic variation in ELOVL2,
including rs3734398, is associated with differences in omega-3 fatty acid profiles.[9][10] In one dietary
intervention study, individuals with two copies (homozygosity) of the rs3734398 T allele (T/T genotype) were
used as the comparison group for C-allele carriers (C/T + C/C), who had lower plasma DHA proportions at
baseline and showed differences in plasma EPA and DHA proportions following fish-oil supplementation.[9] No
specific unfavorable association with omega-3 fatty acid profile was established for the T/T genotype in the
reviewed study.[9] Omega-3 fatty acids contribute to normal brain function and are important components of
brain cell membranes.[10] This genetic result does not determine your individual omega-3 fatty acid profile,
which may be influenced by multiple genetic, dietary, lifestyle, and environmental factors. A qualified healthcare
professional can help assess whether your overall diet and lifestyle are appropriate for your individual needs.

Scientific Details

Gene: Gene function: SNP:
IL6 Interleukin 6. rs1800795

Signaling protein involved in immune response, inflammation,
and various physiological processes.

Genotype and Outcome

Genotype: Associated outcome:

G/C

No specific association established with cognitive function. [36][37]
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IL6 / rs1800795

Recommendation

The IL6 gene encodes interleukin-6, a signaling protein involved in immune responses and other physiological
processes. Some studies have explored whether genetic variation in IL6, including rs1800795, is associated
with differences in brain structure and cognitive function.[361[37] In one study of healthy adults, individuals with
one copy of the rs1800795 G allele and one copy of the C allele (heterozygosity; G/C genotype) had a smaller
right hippocampal gray matter volume than individuals with the G/G genotype.[36] This structural association
does not establish a specific difference in cognitive function, and a longitudinal study of non-demented older
adults did not establish an association between rs1800795 and cognitive decline over time.[37] This genetic
result does not determine your individual brain structure or cognitive performance, which may be influenced by
multiple genetic, physiological, lifestyle, and environmental factors. A qualified healthcare professional can
help assess whether your overall diet and lifestyle are appropriate for your individual needs.

Scientific Details
Gene: Gene function: SNP:
TNF Tumor necrosis factor-alpha. rs1800629

Signaling protein (cytokine) involved in immune response,
inflammation, and cell death (apoptosis).

Genotype and Outcome

Genotype: Associated outcome:

Possible association with maintenance of global cognitive function over
A/ A time among A-allele carriers; a genotype-specific association has not been
established. [37-40]

KITID:  SAMPLE-DNA-0001 Date: 2026-10-01 15/24
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TNF /rs1800629

Recommendation

The TNF gene encodes tumor necrosis factor-alpha, a signaling protein involved in immune and inflammatory
responses. Some studies have explored whether genetic variation in TNF, including rs1800629, is associated
with differences in cognitive measures and cognitive changes over time.[37-40] The rs1800629 A allele, when
present in two copies (homozygosity; A/A genotype), was generally analyzed together with the G/A genotype
as part of an A-allele carrier group (G/A + A/A).[37-40] In the reviewed studies, A-allele carriers showed
differences in selected attention-related measures and were associated with maintenance of global cognitive
function over time in one longitudinal study; however, because A/A and G/A individuals were mainly analyzed
together, a separate association for the A/A genotype was not established.[37-40] This genetic result does not
determine your individual cognitive performance or cognitive changes over time, which may be influenced by
multiple genetic, physiological, lifestyle, and environmental factors. A qualified healthcare professional can help
assess whether your overall diet and lifestyle are appropriate for your individual needs.

KITID:  SAMPLE-DNA-0001 Date: 2026-10-01 16/24
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Scientific Glossary

Scientific Glossary

Genetics uses specialized terminology. This glossary explains key terms used in your DNA Wellness Report in clear,
accessible language. It is intended for educational purposes and is not exhaustive.

This report provides general wellness information and is not intended to diagnose, treat, cure, mitigate, or prevent any
disease or medical condition. Genetic results represent only one of many factors that may influence wellness-related
traits and should not be used to make medical decisions or as a substitute for professional medical advice. If you have
questions about your health or the interpretation of genetic information, please consult a qualified healthcare
professional.

Allele

An allele is one of the different versions of a DNA sequence found at a specific location in the genome. At most autosomal
locations, an individual inherits one allele from each biological parent.

Chromosome

Chromosomes are structures made of DNA and proteins that organize and carry our genetic information. Humans typically
have 23 pairs of chromosomes, for a total of 46.

DNA

DNA, or deoxyribonucleic acid, contains the genetic information used by our body to develop and function. It is made from
four different nucleotides, represented by the letters A, C, G, and T.

Gene

A gene is a region of DNA containing information used to produce a functional product, such as a protein or functional RNA.
Genes contribute to many biological processes, and their activity can also be influenced by regulatory DNA sequences and
environmental factors.

Genome

The genome is the complete set of an individual's DNA, including genes as well as DNA sequences located outside genes.

Genetic Variant

A genetic variant is a difference in DNA sequence at a particular genomic location. Genetic variants can involve a single DNA
base, a small insertion or deletion, or a larger segment of DNA. Most genetic variants are part of normal human genetic
diversity.

Genotype

A genotype describes the allele or combination of alleles present at a particular genetic location. For example, at a variant
with A and G alleles, possible diploid genotypes may include A/A, A/G, and G/G.

KITID:  SAMPLE-DNA-0001 Date: 2026-10-01 17124
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Scientific Glossary

Heterozygous / Heterozygosity

Heterozygous means having two different alleles at a particular diploid genetic location. For example, an A/G genotype is
heterozygous.

Homozygous / Homozygosity

Homozygous means having two identical alleles at a particular diploid genetic location. For example, A/A and G/G are
homozygous genotypes.

Hemizygous / Hemizygosity

Hemizygous means having only one copy of a gene or genetic locus instead of the usual two copies found at most
autosomal locations. This commonly occurs for genes located on the X chromosome in individuals who have only one X
chromosome. In these cases, a single allele is present at that location rather than a pair of alleles.

Locus

Alocus is a specific position or region in the genome where a gene or genetic variant is located.

Phenotype

A phenotype is an observable or measurable characteristic of an individual. Phenotypes can be influenced by genetic factors
as well as diet, lifestyle, environment, age, and other biological factors.

Trait

A trait is a measurable or observable characteristic, such as height, nutrient-related measures, physical-performance
characteristics, or sleep-related characteristics. Most wellness-related traits are influenced by multiple genetic and
non-genetic factors.

Genetic Association

A genetic association is a statistical relationship observed between a genetic variant and a trait in a study population. An
association does not necessarily mean that the genetic variant directly causes the trait, and associations may differ among
populations or under different environmental conditions.

rsiD

An rsiD is a reference identifier beginning with “rs” assigned to a Reference SNP (RefSNP) record in the National Center for
Biotechnology Information (NCBI) dbSNP database. For example, rs1801133 is an rsID.

SNP (Single-Nucleotide Polymorphism)

A SNP is a genetic variant involving a difference at a single DNA base position that occurs within a population. SNPs occur
throughout the human genome. Many have no known functional effect, while others have been studied for possible
associations with biological characteristics or traits.

Loss-of-Function Variant

A loss-of-function variant is a genetic variant that reduces or eliminates the expected function of a gene product. Its
biological significance depends on the specific gene and variant, the number of copies present, and other genetic and
environmental factors. A loss-of-function classification does not by itself indicate disease or disease risk.
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Scientific Glossary

Macronutrient

Macronutrients are nutrients used by the body in relatively large amounts. The primary macronutrients are carbohydrates,
fats, and proteins, which provide energy and/or structural components needed for normal biological functions.
Micronutrient

Micronutrients are nutrients required by the body in relatively small amounts. They primarily include vitamins and minerals
and contribute to many normal physiological processes.

Dietary Supplement

A dietary supplement is a product intended to supplement the diet and containing one or more dietary ingredients, such as
vitamins, minerals, herbs or other botanicals, amino acids, or other dietary substances.
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Disclaimers

Disclaimers

This DNA Wellness Report is intended only for general wellness, educational, and informational purposes. It provides
information about selected genetic variants that may be associated with non-diagnostic wellness traits, such as
general nutrition, fitness, lifestyle, and other wellness-related characteristics, based on scientific literature and internal
interpretation methods available at the time the report is prepared.

This DNA Wellness Test and the wellness interpretations contained in this report have not been reviewed, cleared,
approved, or authorized by the U.S. Food and Drug Administration (FDA). This report is not intended to diagnose, treat,
cure, mitigate, or prevent any disease or medical condition, and it should not be used as a substitute for professional
medical advice, diagnosis, treatment, screening, or care.

This report does not provide medical genetic testing, clinical diagnosis, disease-risk assessment, carrier-status testing,
pharmacogenetic or medication-response guidance, ancestry analysis, paternity or family-relationship testing, or
interpretation of medically actionable variants. Do not use this report as the sole basis for starting, stopping, or
changing any medication, medical treatment, supplement program, diet, or exercise program. Consult a qualified
healthcare professional before making medical decisions based on genetic information.

The test analyzes selected genetic variants only. It does not analyze all variants in any gene and does not evaluate the
entire genome. It therefore may not identify all genetic factors that could be relevant to a wellness trait.
Wellness-related traits are influenced by many factors, including genetics, diet, physical activity, sleep, environment,
age, sex, health history, and other individual circumstances. A reported genetic association does not guarantee a
particular trait, outcome, benefit, or response.

Scientific understanding of genetics continues to evolve. The interpretation of a genetic variant may change as new
research becomes available, and different studies, databases, laboratories, or interpretation methods may report or
explain genetic associations differently.

If this report includes questionnaire-based or self-reported information, those results depend on the accuracy and
completeness of the information provided by the user. Questionnaire-based results are not independently verified and
are processed using internal analytical methods informed by published references.

If laboratory analysis is performed by a CLIA-certified and/or CAP-accredited laboratory, that certification or
accreditation relates to laboratory quality standards and laboratory operations. It does not mean that the FDA has
reviewed, cleared, approved, or authorized this DNA Wellness Report, the wellness interpretations contained in this
report, or any related recommendations.
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Disclaimers

Your sample, genetic data, questionnaire responses, and related personal information are handled in accordance with
our Privacy Policy and applicable data protection procedures. They are used to provide the test, generate and deliver
this report, provide customer support, maintain quality and security, comply with legal obligations, and support your
privacy choices as described in the Privacy Policy. We do not use your sample, genetic data, questionnaire responses,
or report information for research, scientific publication, external research collaborations, or research databases.

Any testimonials, reviews, or user experiences related to the DNA Wellness Test reflect individual experiences only.
They are not evidence of test performance, are not medical claims, and do not represent typical, promised, or
guaranteed outcomes.

Use of this report and any actions taken based on its contents are the responsibility of the user. For questions about
this report, please contact info@magisnat.com or visit www.magisnat.com.
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